Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.089; data-to-parameter ratio = 12.8.
In the title compound, (C 7 The 2-aminobenzothiazol-3-ium cation links with the Ni complex anion via N-HÁ Á ÁO hydrogen bonding. Extensive O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds involving the lattice water molecules also occur in the crystal structure.
Related literature
For background to the applications of norcantharidin (systematic name: 7-oxabicyclo[2,2,1]heptane-2,3-dicarboxylic anhydride), see: Hill et al. (2007) . The isotypic Mn II , Co II and Ni II analogues were reported by Wang et al. (2010a,b) and Zhang et al. (2012) , respectively.
Experimental
Crystal data (C 7 Table 1 Hydrogen-bond geometry (Å , ). Gui-Xian Wang, Qi-Wei Zhang and Fan Zhang Comment 7-oxabicyclo[2,2,1]heptane-2,3-dicarboxylic anhydride (norcantharidin), which has been considered as potent inhibitor of the serine/threonine protein, has great anti-cancer activity (Hill et al., 2007) . A isostructural manganese complex (Wang et al., 2010a) and a cobalt complex (Wang et al., 2010b) has been reported. The molecular structure of the title complex is shown in Fig.1 . The nickel atom is six-coordinated in a distorted octahedral coordination mode, binding to two bridging O atoms of the bicycloheptane unit and four carboxylate O atoms of two symmetry-related and fully deprotonated ligands. 2-aminobenzothiazole don't involved the coordination, and N atom of thiazole ring is protonated.
The crystal structure is stabilized by N-H···O hydrogen-bonding interactions between the cations and anions and O-H···O hydrogen bonds including the crystal water molecules.
A mixture of 0.5 mmol norcantharidin, 0.5 mmol nickel acetate, 0.5 mmol 2-aminobenzothiazole and 15 mL distilled water was sealed in a 25 mL Teflon-lined stainless vessel and heated at 443 K for 3 d, then cooled slowly to room temperature. The solution was filtered and block green crystals were obtained.
Refinement
The H atoms bonded to O atoms were located in a difference Fourier maps and refined with O-H distance restraints of 0.85 (3) Å and U iso (H) = 1.5U eq (O). Other H atoms were positioned geometrically and refined using a riding model with C -H = 0.97-0.98 and N-H = 0.86 Å, U iso (H) = 1.2U eq (C,N). 
Computing details

Data collection
Bruker APEXII area-detector diffractometer Radiation source: fine-focus sealed tube Graphite monochromator ω scans Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.828, T max = 0.951 11942 measured reflections 3083 independent reflections 2654 reflections with I > 2σ(I) R int = 0.032 θ max = 25.0°, θ min = 1.5°h 
